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WNE. hat e BT R TR B R b A W ST S BT . A RAPD HR
o hE 5 M EBEH 100 MERFF AR ERT T BT, TR REHRTE FERT
B, & A0 4 % (PPR) £ (B S R0 B, HATEF 40 Shannon & REHEIE BN Nei RE £
HAAE I, TOR B Net 358 R 23847 Lynch-Milligan $F1E. 5k [E 1% X 7 474 it
17 #0452 Y Mantel # WU R B E EHM XG> 0.957>
7, B UPGMA REF B L XA, BT oKt R (2 )05 FH 2417 (AMOVA) HI
F Hardy-Weinberg -85 R B Nei SIS M ERRA DMLY, EHEHESH T B
g Hgsr i, BRI AIEH et B it Lynch-Milligan®t ik 370 5 #1539 E B G 1HR R MR, 18
TR B A S AL R BE Y. S, AMOVA M. G5 T H Shannon £ B B 1 850 B2 43 7
MR — R AR, RSO B RS BRI PR T X 2 (A 7R P A
MK SR ERE,

XRiR, PHARC: BRBRESH, SN RAPD: Hardy-Weinberg ¥4
FEAHE, Q3461 XRHFIAE: A XEMS. 0379-4172(2001)03-0244-12

T RBHIE LR, TR E 248 DNA K FrES B EH8 R FRR R
¥, DNA S FAHREEE B BB RS SR s b B RS M8 ik, &
HEBERRETRALHEREA Y, KW, XWFIETMKES (I8 RAPD, DAF.
AFLP #1 ISSR)M & M A B &7 R, FER 4 EHAS TSRS T, Wi L&A
HEBAEEEE, SEAEHNAERARN RTEAH LEEREFANEHE
g 2%, BRMNEWFE RN FREM, W RAPD =4 A B AT IR #
R4 % 47 iD 69 RAPD 51 #7T Southern 2 X SMEY W AWM ERY, AR, 2 E
F-ERERBRNEEREENMBEPRLENEN S, AERFTRTHERSENBA
ALHBEWMEHR PR AEAESY, EHER T, ey BRI AEHE TEHS
B2 AR R A, S E AT M SR R P R T BRI R

W BN 2000-05-14; #ETEN: 2000-08-07

EEWA: PEAERE ML » AHEAWH (No. KZ-951-Bt-i02) %A

XN B B9, B, cHEBRBTA. MEE. BEWHTRY AN ERNEERFEHELE
A= 2220 )
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MEFEERN., FLhMAHNAZERNEF TN E, TRIEREERKFHAAITRE
BB R/AERE, ZERAMENSFERS, ExTESEEKT L EREENER
MRS W R ) (R IP I 5T R L A 1,

PERBF A RS (Oryza granmula) RAF T HEI 3 HMEAERMEZ — BREENKEM
REE, ATEAEAREEEREEETERA B BERERR I AR H
Z ERBEEAP P ORI ZR R EMATET, BRI EER N ERI#ITH2E
WERE, YA TENEFRSMY™E EFTRA BT BERE WIETHE
HHRP. kA ANERESENAERR. FRBEBEEHEANEHREREmMEER
MMEEEL, ERZAS BRI WAXEER M FRARTEALHME S, S TH M
M ES Metapopulation Z5#""Y, tHHFTERBEEHETEIRED AL SR
MAREAH FRAEREE X,

B, B2HARAHE A EHERICHERRESHIIFERY L REE B LA
ZEHEME, NEHSEERRAERN G FMERE TBAL. AWTA A RAPDER
EHFRICEARNAER, fom T PEHAERETERHE s MEHHET T RESHNTR, KB
WET (D LR AL F TR RE, HENWERE#ITIER: OELRS
FrOv Bt B, T BRI TEY B G ERNEPREEINFFEEAN A,
I MR X
L1 #¥ G ERFERTHHANRA-EMERN s MER(E D, REERADE
G EBEM & E 20~ 100 BRA-EE S EE M A, 4 BB T A B R T E R E E B E
TRE,EVTEE. AFIEBEIR -8R G R 8, 58 A 8 O IR 1

1 RHEEEMRENS
Table | Populations of (vyza granulata from China for RAPD analysis

Ei 3208 - & SRR 3 b .
Population Location Enviroments Populadon size Sample size
Mis REEEE W 720m alt, NW2Q, 60 0
Nanla Tewnship, Yunnan gradient 15, under
Cangyuan County bamboo forest
430m alt, SE 10,
M22 BB P gradient 10, under 25 20
Mabang Township, Yunnan a gap in a mountain
Yingjiang County ramforest
780 m alt, SE 43,
M27 BERITH N gradient 25, under 3000 — 50 20
Zhulin Township, Yunnan a second
Simao City successive forest
50 m alt, §,
Ms FHREMNE R gradient 0, under 150 20
Chongpo Town, Hainan shrubs at the edge
Ledong County of a road.
220 m alt, SE 20,
Mi4 g %4 i gradient 20, under 300~ 500 20
Jinbo Township, Hainan a bamboo—wood

Baisha County forest.
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Sm bl b, HZEBRE, SMREE/N B EE (I M22) MRIR T 522 MR 7%

1.2 &

121 FREFERS DNA R B8 XS 8 5 B8 IE DNA, JFHRIEERE &/
f %% SREFER RN, T E R HFE S 2 DNA FJ RNase A BEAT8EME, bl s EHER
20 ¥ 3t 100 #5-~K F T RAPD 747,

1.2.2 RAPD &4 %6 ¥ FAJBRECHENEEGHHHTHETR K791
RAPD 3| #1 (Operon 2 71) o 5 ¥ 1 20 A~ 88 245 4 o7 & 45, 52 R f3 2 19 51 4 (B—6. B-7.
B-12.K-3. K-6. K-8, K-9. K-11, K-12. K-13, K-15. Y-1. Y-2, Y-9, Y-14. Y-15. Y-18.
Y-19. Z-3%0 Z-4) 17 E B fE 55440 7. 8 RAPD PCRIZEAIRA 10u1/ B, P8
¥ 50mmel / L Tis-HCl, pH8.3, 500ug / ml BSA, 10% Ficoll, Immeol/ L Tartrazine,
2mmol/ L MgCl,, 200gmol/ L dNTP, 1zzmol/ L 5147, Sng DNA #4501 0.5U Taq 8. RF2
1818 B EHIE R M B A5 3R Y (Idaho Tech) Li#4T. B4 94T 1min, 35T 108,
72C 208, 2 NMER, R HATULT 40 MEFF. 94C A 05,35C 05, 72T Imin. BET
712C M Tmin., RS FWESH BB I 1.5% FHISM@EE Pk M, %50 T HEM
8, A 100bp ¥ DNA ladder £ 45+ T RIZIC.

123 HEHH RAPD £ BH#4ic, A -5 =g ak I - BmEw
AW EA R U, R Q) T B (0) 10 R kA, TS R SR S .
RAFETEN EEERESTERE, K—RE# RAPDIRICHAREHER. EEAH
R R E s (BIEE ) TR K _R—R¥E — T RAPD T AR EERF 2
AMERERHOHOMESHEARGE. RASREEHHNEFERELT Hardy-Weinberg
i E R AR (M BE KR (). NATERRP + 29+ =1 =&
HERFE. = BHERER)HESEANRR ERMEEE)RATT 44
it. ERAESHANOEERABREERAKTREN, Sk ERE xR K MEL
BEB A A SRR S 3N E. B RANTHEFEATERABREE
BAT. (1)REHTEM, &iF RAPDY M= EH S BN E LT HELEX
B % (PPRYFILE| X E&HH, HIHEET &S| P& %3 K Shannon £ H 1S
%, ()FELFEERSEE, %8 Lynch-Milligan 5 £ /DA RAPD $EMI 7 3%, 3B
g* < 3/ NN BB RN 89 4551, B POPGEN 32 30411+ 00 0 55 i 2 58 3 ()
B % B () Pk B A A (1 ) 3 SRS P 4 4 2 U8 PO A & R
AF. FEBF,EF#FT Lynch-Milligan$F E B R T, EHIHE LREHEREESHE.
HRIE L 5 HK, 5 T FFFE M E g9t 4% % B, 7 A RAPDistance! 848 17 f
B F F0E 5 Y 00 BT A BB 20 A PR ] B A A 0 B 3, 8 NTSYS 02 o i Mantel 6 3
SHEXITAHUEEREEZ HMHEXXR. REREHENERT T L4
ERAUTIMPEAHEEAMMNERE. OREEAMEER EXHRARA
Lynch-MilliganF IE P # 1% 5 T . #1 f POPGENE 2 B itHEEHEHEHE (1),
EERSESEEH)AERTAREG,), THHE B F A Nei T8 % E & A
UPGMA ¥ 317 B340 47, (2) #3481 b [B] B9 388 44 48 SO0k & 31, D WINAMOVA "t {7
SFHENF(AMOVA), HEEER. ERAAMREZ FER Y 2444 ofil &
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BER (4 _). H UPGMA 4 ST B BEIIM % K. (3) A/ Shannon F H#HEM BT HET &
MY HEHERR () NPRHKFRRE S B (H ), 50 BRE 1,/ A%,
~H ) HTHEB A G RREE R S0 A", FE T LB B
5y BPiE B — B AR B, R R Mantel #0043 57 & Fr it Fe BE B SE RS 2 M) AR X AR RILE
ZHAN,

2 EREHW

2.1 ERENBEEEE 20 RAPDIIMEFRFEHELPHTEERREL 5
A B B BF 4 F5 T BE JE AK 48 199 4% RAPD &, 4+ T B M 220 B 2000bp, X #H 61 %
(30.65%) MELARY. REPPBE, EEHHEER Y H AL HNERE M7 > Ms >
MI6 > M22 > Mi4, BUHIKCHSEL, ZR 3 BRI PPB i (20.60%) & T ¥ mg 2 ME#

F#2 PEEEPEBERRAPDTRIRES S
Table 2 RAPD polymorphism of populations of Oryza granwlata from China

E# Population Ao Nov PPR Nolp f
MI6 151 13 6.53 .65 0.0385
M22 145 g 4.51 045 0.0228
M27 150 26 11.06 1.30 0.0741

ZW# Yunnan 160 41 20160 2.05 0.0927
M3 148 25 12.56 125 0.0941
M14 156 9 4.52 0.45 0.0290
¥ Hainan 162 3] 15.58 125 1432
%@ China 199 61 30.65 3.05 0.317¢

BN REEYG N, BBRFES: PPR: EERWILE N,/ p BUSEEELR EEF 2-4:%
Notz: N, No. of RAPD bands, N, No. of polymorphic bands, PPB: percentage of polymorphic bands,
Ny ! p: No. of polymorphic bands per primer, £ Shannon diversity

{15.58%), Shannon EER BRI S PPR M AR, BHEEHEERTRAEEMS >
M27 > MI6 > MI4 > M22, 3 H UK % 8 et , % 5% BT /5 B8 ) Shannon B FF %
(1=01432) R TEH 3 TER = 0.0927).

EFEEMREE, ARATHRESVERYE (1), THA G EEH(4) T Nej 2
A EAHEE () e REEARESHEERTIFEFNNERLE 3. AR 7L EE
# 17 Lynch Milligan F E/F R H BB R, EFRH#ATHER. ST ER A NELBSE
Shannon ZFREME BT ERT L -8, MAHFT Lynch-MilliganFIEfS, FrikES RS E
ARG R R 2R, BUERE M27 > M5 > MI6 > M4 > M22, &3 RUISER
HEEFEREE T ERETAFENSR, L BOv e, RikREHET Lynch-
Milligan/¥ IE. ¥ i1 E 80 H BH T ZEEH. 5 Shannon ZHEREIITRESR -2
22 MMEAMBEXRE  Mantel BRI 17 MAMELERKER (BERAER)#E
BzEMEXRER K4, ENZEAHEFEERTENMEREG> ¢ ) BXER A8 T
0.950, 17 TH B UPGMA REEMBEREEF —2 (BEREF). Hit, TEHUER
¥o7E Fi P T SE BB A AR A X B3R B0, Hh, Apostol 7 Excoffier I E Z R AW 7%
LHME, RELREE BRIBR T EE 4% % 58 F 8 Jaccard #1 1) 1 % $3t4T
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1 ERFEHERNEESEE

Table 3 Gene diversity of populations of Oryza gramelata from China

Lynch~Millipan®¥ I Lynch-Milligan pruning FHFE Non Lynch-Milligan pruning

A Ay , A Ae A,
Mié 1.1146 1.0411 0.0363 1.0754 1.0581 0.0253
M2z 1.0312 1.0249 00117 1.0402 1.01%0) 0.0152
M27 1.1875 1.0864 0.0708 1.1307 1.1219 0.0503
Z Yumnan 1.3329 1.087¢ (.0891 1.2312 1.1428 0.0575
M5 1.1562 11126 0.0651] 1.1558 1.1128 00646
M14 1.0833 1.0325 0.0316 1.0503 1.0515 0.0196
8 Hainan 1.3854 11655 01554 1.2663 1.2741 0.0958
HE China 19896 1.3710 0.3923 1.6131 1.7014 0.2130

o4 FMEETHE: 4, ARSEEEY B, BEEEN
Note: A aliele number, A cffective allele number, & gene diversity

AMOVA 4+,

23 RB#fEad B AMOVA #7855 5 (hierarchy structure) 8277 2 73 £ IL
£S5 PEHNKEBEEEESHSEECAMAEEHZ AEETREEN (P <0001}
MESE, FERBEMN AMOVA R A 385 MEREET o SEH2H,
H1945% MERFETHEHRBHEZ A MERRARRE T 6.70% 6%, T
Jaccard M RIFE R B A AMOVA IHE S B AN ¢ SRS (BIERER). 5P
HEERE AN FOBEER e Kb, cHSHHZ WM T4 A ERE
0.934, M 1A XBIE D MFIEE N E A UPGMA B EH, WERFMREERE, MAEHA
FUBRBEGHSTRETABEHE _RBERATT o (F6). 2T £ Lynch-
Milligan I it 5 89t EFEREF £ R G 4 51 R 0.7093 0 0.6579, BIRABEMZ M=4T
HEAm b, HF. £ Lynch-Milligan FEE HHEANERAM L ER G ER T A4
Lynch-Milligan®FiE ) 8. 5 MEEFFARERZ AWM FEREEER 0.7480, Ko, =
H5EEERY AN THBEERN 11667, T RH#HT Lynch-MilliganFF ER R T, 5
MERTFERER AN OEEEEN 028 cH SR EERT WK T mEER
ik 0.4227. R L FR Nei B5HE R (BudER 7)) A UPGMA 1T E K FRAH
4510 E 1B fE 1C.

Maniel ¥ W 2B, &5 T Lynch-Milligan$ IE 8 ¥ B B E % 2 MfFER T
E WX (r = 09986, ¢ > 1), 30001 permutation P E KK T ZHE. @ @1%
EXSHH Nei BIEE B ZRIFET EMXE HXRHDE55 08530 08413, W
LR AERE TS XEE, B N BEEENHAEEALEZ A
MR AT HBEEHDRT o B SIEMN. WK Nei 8 f5IE B MR 2 [H, #AT
T Lynch-Milligan®F E 8 £ E XN EEER®RE N (E 1.

FIA Shannon Z# PR B HEREBHARBEEN A HHERILE 7. BIB(H,,/ H)
R(H, H,)/ HAHFTREREREYE 19.7% WERFET RS20, X 500
AMOVA 1 G MRS R A —B M. M0 Shannon ISR AT R ARG (LR
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5 FEHENBEBRBEHAMOVATHT
Table 5 Analysis of molecular variance (AMOVA) for 100 individuals of Oryze granulata using RAPD

#EEH Source of varance SSD 18 H4H Percentage Pvalue
Yunnan vs. Hainan 7.6233 1429 73.85 <0.001
Among populations/regions 22967 176 19.45 <0.001
Within populations 1.231% 1.30 6.70 <0.001

. SSD. FEBM: Ve ERAS: 3 000K permuaton EHEN
Note: SSD: sum of squared deviation, FC: variant component; significance tests after 3 000 petmuiations

&, MEBE P, goneue distance
10 a9 0.8 0.7 06
Mlé

j—‘"‘_[mf

| SV}
T M3
A b M14
Nei #4600 W Nei genenc distance
1.2 a9 0.6 n3 -0a

Ner B 1EPER Nei genetic distance
] 60 .45 030 ¢ 15 U0

M1 PEERFCEEFREER
Fg.l Dendrograms of populations of Oryza granuleia from China

BEP RS BRI R A R E R, WIS Y14, 203, A1 Y03 # BB W ERKEES
38, T K8, Y14 71 Y18 BB B BT RIRE S EE,
e PEOENFEBEEERS LGS

Table 6 G, analyses of population genefic differentiation of Oryza granwlata from China

Lynch-Milligan#f [E LynctrMitligan ‘pruning 5 #F IE Non pruning
h H Ga H H G

=M 0.08%1 0.0396 0.5557 0.0575 0.0303 0.4735
Yunnan (0.0239) (0.0056) (0.0152) (0.0043)

1) 0.1514 0.0483 0.6806 0.0958 0.0421 0.5608
Hainan (0.0429) (0.0088) {0.0293) (0.0084)

i E 0.3923 0.1140 0.7093 0.2130 0.0729 0.657%
China (0.0154) {0.0153) {0.0422) 0.0113)

¥, OH: ERALEESEN: B DEESEN G ERMEAN e AREE
Note: H: gene diversity within populations; A: total gene diversity, G coefficient of gene differentiation;
Standard deviations are in parentheses
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£7 R EBERRE SR MNShannon B AL TEN T

Table 7 Partitioning of the Shannon diversity between and within populations of Oryza granwlata
for 20 primers of RAPD

3% Primers Hoap Hep (Fy~Hyo) | Hog || 3141 Primers Hyws e (Hro=Hiop}! Heg
K3 0.564 2398 0.805 Y3 0.880 2,202 0.600
Ké 0.125 4,947 0975 ¥g 0.497 2332 0.787
K& 0.000 1.674 1.000 Y14 1.095 6.034 0.819
Ky 0.765 1.883 0.803 Y15 0.489 2197 0.777
KIt 0.720 4003 0.820 Y18 0.478 6.670 0.928
Ki2 0.356 1922 0.878 Y19 0.212 2993 0.929
K13 0.481 3348 0.856 Z3 1.180 4957 0.762
K13 0.693 1408 0.797 74 0128 3158 0.960
B6 0.299 0.863 0.654 Mean 0.514 3155 0.197
B7 0.130 0.215 0395 Ty
BI12 0.699 1.602 0.564 nE 0.322 1618 0.149
Y1 0.500 2.799 0.821 Stdev,

. H,; BB Shannon ¥4, H,. 2 Shannon H#H: (-8, )/ H,: Shannon LML ENR

Note: M, Shannon diversity within populations, M total Shannon diversity, {(H,—H ) / M, gene
differentiation by Shannon diversity
3 it
3.1 RAPDZEREBEBIEHTMIFA  RAPDMBEEZSRRELEHE L. Willams &
MAE 5% MEERIA N EHEEFTR, 4, Hunt 5/ Heun % 69 57 5L R W1 RAPD
Mt ST aEEEEFOEPARERRERY LY, i R EHREH T A,
HEREESAEE, AR OUEA K XHERNTR. BENESHE—FAN
i, REM, KEH RAPD RES SRINT REFN G X, M 5HE Fo mEEFR
FISTiE sk 24 A e T A R, Bk, EH A RAPD #iTEHREFIRN, X
BB o B B BRI R TR, Kb PCR I TR EMTIMESMUAL
ETRESHARTERBENSY-BARE S, A SE AL A2 FEH DNA FBK
BEASMIE T PCREGY HRE (2~ 3kb) FTE'S, ME® L3R, K450 M 4 0] LA
SHEE T 54E T2 MMES, SRl T8 25 PCRE &8 KE M, FX LXK
LRSS A A SRR EH S ERAAY, X EAH RAPD X—RE T
EEATENHBESRMTPEELRSREBLEEE 2 REEMNERMERILEL
BEAR T S 4 B st P2 (microsatellite) 4+ T E R Kk —EHEE.
32 ERMAMETERAT AFMEHAREEHEENSET. EREEFHILE
(PPR)IFEMEEN, EBE kT REESHRNRE, EFRFRA T E0 A,
HECAEREAFEEAE LHYSEE, EZRARLPAFELHGR R, ERR
WRIERBEE AN PR HE, AR T RARES ST, EEHHERT. &
T & RTSER Shannon R R HET Hardy-WeinbergR MY Nei 2 H £ &
BRI LIS BT A AE R A R, X PEN S EEREEEE R ST
VEHM I, Shannon & A HE 48 BA R # 1T Lynch-Milligan$f iE 8 Nei 2B B REMEHERT
w4 R EET RSB, CIRA SR RS ARSI R LML, 1 PPBE
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EHEW. AFZEXEZE BHFCHERTEAERANELERAT. S XTEREN
ey AR A AN AETRERAN, N5, TR RGeS, BT R
—HREME, AFEEL 05 2 FEREEZEG TR, MAEET 0.5 WX TTEERREE
AR, B R R TR A R R 1 8 L R A

fER RIS, RAPD e S BB LRAESE LS AR E N REEREE
R AEHE SR HEgR, ETREAR, BN Lynch-Milligan EWE 7 a8
BAtE &ML T 3/ NIORIC, B T RS AMEE . AR RN SHIIRERE
B, MRS SBREERHANEE SN, BB TRNV A EFRAER SRR
R G BEPA 8 15 % B K TR, A 06 4 RAPD FUE S8 # 77 Lynch-Milligan®F IE.,
33 MEEIEERE N BEMMUEARERREIENFRKE HETREAE
RS 8 A T BT &R, A0 RAPD $UEf & A OL% i 2 B A &
T E R Neit BGHE 2 e 8 MESE #2 MM E T ERE R, EHERZT. 7
FTH L —RH RAPD R )8 LW H R YR, I A R AR ECRR IR OTU Z 4
iR A, EAG R AR B AT 100 MR 17 AR W R B SR 2 el Y
Mantel £, Ez MEEEREETHHRME > 095> ¢, ) RIBENEHEHE
UPGMA BAESAESHEE LA X5, HE &R A8 # L — B, T4 M
SDHEFEMBERAE SRPRAR -BRAOMEERE Y 8, BHA M EENR{EH
ol 1ok e o i X ] A . R, RAA HEE —Fool DR RN B RS H it
R Ay AY bk R, HF, Jaccard BHFING & LIPEKRTH & RE. 3 " osid
FTEL B R AT A M, SR OTU Z M HTRE, FEEREETME oy
EFETHTHAENE AR ANES X SR ERE LA EOE R FRR
Nei & Li REHAESESEFEONREERERENzEAMAEXRE. ERFREY
—HMWET.AAUEMAEREE L™, KA ETEUALERES A ARBEERS
A7 B AT BB P A AR 44 S 7E #EFT B AT, T BA ) Mantel #00 B DIPLOMO"" 43 7 7t He 4%
HERZEW-BEE. AEREBoTU S EY SRR TS, FESM-MEEBEH
ol Z 0] H T UPGMA B35 AMOVA JHT.

HAUEENE. AT RAPDT 5, TRV ELEREBEMH S TEHEA TR BIEAL K
oh A 5T 8 8 | — (0 B 0w B, [ G AT A BRTE AN i R P A R A A A g BUIE R
WL T B0 4 X B 824 87 i (A0 parsimony ) B BF 78 #2 40 B 4 2 0 3 8.2 1 (55 51
BMEFEIMERZRY, EEATRE RN XRTANT, BRFFTRY RAPD &%
FEAE LE R R AR A D, (B R IR LR IR 2 T, 8 AR A E R R S B e R S B T
PR TR BoH R R S A T R B L
34 EHBELEE  FIRBHEFC (0 RAPD) 3 8 8RB B S SR UT T — R
RAFARTE.E—LEFEERERIFEIEEMEEME GRS, RIUEHLT Hardy-
Weinberg 78 T ff i+ H ZEF 3, - # A Lynch-Milliganzt MER#ITHESHEHLER
BiEEEH, B— K FHIT Hardy-Weinberg THEE IR, AR RS R M85 FF
¥, H8IE AMOVA M7 1 @, 4511 47 87 F0 Shannon £ £ 50 Y E 71, 4RIBAS S
AHEGENHERERREEROHR, RS - E e, KB SETHT RAPD
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SHHTR R ECERAR, RSB B AN S S N BER QR &S E (H)ZF A Fic, H
ATt BRI R, A e RS SRETER B RS SR T EES R
RRff. R XEAWNARBAE THANERRE. #w. f0 6 ERMEARWST
FMH, TR R AR R (R N R Rt A, T Nei M8 {4 BE BY 4 A R 4
S FEHEET SEAEE 2 M, 0 E R AERR RS - Mg, X5 GadEH
AS UM RE - TEENSIEE B0, SHARSMRES YRR TR
HERNYHERMBAEIRATREHEREGSHNERTES ERFEH, 1,
BiEGHHTELEREARFEREENSRIBR WA EEEERER), BlE
FrEBZEEER, AAEANEHERELEE AEHEAEMNEENE. B,
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Analyses of Population Genetic Structure by Using Dominant Markers

QIAN Wei, GE Song
{(Laboratory of Systematic and Evolutionary Botany, Chinese Academy of Sciences, Beijing 100093, China)

Abstract: Dominant markers tend to under—estimate the amount of genetic diversity
relative 1o codominant systems when applying in population genetics. In order to
compare various existing methods for analysis of genetic structure, RAPD markers
were used to detect genmetic variability of 5 populations of OQryza granulate from China
The results indicated that both Shannon index of diversity and Nei gene diversity
were superior to percentage of polymorphic bands (PPR) because the latter lacked of
ability to describe frequency difference of polymorphic bands. Mantel test showed

significant relation (r> 0.95, r> ¢ ) among matrice of 17 different genetic similarities,

0.01
which indicated that all of them could be used in analysis of genetic relations of
individuals of Oryza granulata. Both AMOVA analysis based on @, distance and
analysis of Nei's distance showed consistent results in defining relationship among the
5 populations, and Lynch-Milligan pruning should be used to improve the estimation
of population parameters. All of AMOVA, G and Shannon diversity amalyses
obtained similar results with majority of genetic variaton occurring between Yunnan
and Hainan, and low levels of genetic diversity resided within regions and populations.
Key weords: dominant markers; population genetic structure, Oryza grarulata, RAPD;

Hardy-Weinberg equivalent
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